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Table. 1. Candidate genes of the fluorescence diagnosis by 5-ALA in the glioblastoma

GeneSymbol Description

HSPAITA Homo sapiens heat shock 70kDa protein 1A (HSPATA), mRNA [NM_005345]

DHCR24 Homo sapiens 24-dehydrocholesterol reductase (DHCR24), mRNA [NM_014762]

UBQLNI Homo sapiens ubiquilin 1 (UBQLNI1), transcript variant 2, mRNA [NM_053067]

RHOBTB3 Homo sapiens Rho-related BTB domain containing 3 (RHOBTB3), mRNA [NM_014899]

AGCN2 Home sapiens amileride—sensitive cation channel 2, neurenal (ACCN2}, transcript variant 1,
mRNA [NM_020039]

GPSM3 Homo sapiens G-protein signalling modulater 3 (AGS3-like, C. elegans) (GPSM3), mRNA
[NM_022107]

TLCDI Homeo sapiens TLC domain containing 1 {TLCD 1), mRNA [NM_138463]

MMP17 Homo sapiens matrix metallopeptidase 17 {(membrane-inserted) (MMP17), mRNA [NM_016155]

ASGLI Homo sapiens achaete-scute complex homolog 1 (Dresophila) (ASCL1), mRNA [NM_004316]

ITM2A Home sapiens integral membrane protein 2A (ITM2A), mRNA [NM_004867]

SLCI6AY Homo sapiens solute carrier family 16, member 9 {(monocarboxylic acid transperter 9)

(SLC16A9), mRNA [NM_194298]

KRTAP5-8 Home sapiens keratin associated protein 5-8 (KRTAP5-8), mRNA [NM_021046]
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Fig. 1. Signal intensity of
candidate genes.
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Fig. 2. Network analysis of candidate genes.
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